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Correction to: Biogeographic traits of
dimethyl sulfide and
dimethylsulfoniopropionate cycling in polar
oceans
Zhao-Jie Teng1†, Qi-Long Qin1†, Weipeng Zhang2, Jian Li1, Hui-Hui Fu2,3, Peng Wang2,3, Musheng Lan4,
Guangfu Luo4, Jianfeng He4, Andrew McMinn5, Min Wang2, Xiu-Lan Chen2,3, Yu-Zhong Zhang1,2,3, Yin Chen2,6* and
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Correction to: Microbiome 9, 207 (2021).
https://doi.org/10.1186/s40168-021-01153-3

Following the publication of the original article [1], the
author reported that there is an error in one of the
authors name. The name of the 8th co-author of this
article should be “Guangfu Luo”, not “Guangfu Lu”.
The original article has been updated.
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