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Following the publication of the original article [1], 
the author reported that there is a typo error in Table 1, 
page 13. The correct CGMCC/KCTC/NBRC accessions 
for “Faecalibacterium hominis” taxonomy shoud be 
“CGMCC 1.5250” and not “CGMCC 1.52500”. Please see 
below Table the full protologue information of Faecali-
bacterium hominis.

Taxonomy Rank Etymology Type 
designation

Description CGMCC/
KCTC/NBRC 
accessions

Faecali‑
bacterium 
hominis

sp. nov. ho’mi.nis. L. 
gen. masc. 
n. hominis, 
of a human 
being, 
referring to 
the human 
gut habitat

4P‑15T from 
human feces

Cells are 
rod‑shaped, 
non‑motile. 
Growth in 
modified 
MGAM 
medium 
occurs at 37 
°C, pH 7.0–7.5, 
in 3–10 days. 
The genomic 
DNA G+C 
content of the 
type strain is 
59.53 mol%.

CGMCC 1.5250 /
NBRC 113913
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